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Functional Analysis in silico {FAIS) is to conduct computational studies on the functional aspects of genome information, which represents what kind of proteins/RNAS are synthesized under which conditions. AS
Qur studies include the structural analysis of the molecular function of each gene product as well as the analysis of its regulatory information, which will lead us to the understanding of its cellular role F
represented by the networks of in\ter-gene Interactions. n

B

1
7.

b ¥

> R

/d[*oby-sie}//:sdny
— &7 WET 744 A HEREREEYX SR

(1 7~

i
=d |

2023.04.01)

rﬁ-

EREOTGHANE  __ TREOTOL

- sr— WHE/77 2 FAT KRR SERA—RY T+ D17 )

i i HIERIR A (MK /ABEE S/E—=HRD//\—L/

Bmﬂ{;icﬂl S DA Syl ity

i g J CTCHREEETV./V)a—3 > X/INA TIVER/MUJIN/

. EHAZE ST 2/Google Japan/ZX/Amazon Japan

Chemistry

Computer Science (FFe - 250 1)

’:':d:;':‘ DBCLS/ARRAZ/SRALAF /B L AT P/ R A ) R ZPA/

i BT EAS/ EREERR Y 2 —/BEDKETFAE/

A T—IVKF/RENAFKE/BEIIHDAHATEL 2 —/

R R FRINAF AT/ BERR AT /B EHRF T/
A1 = HEFRF E/ EER MR S AR/ SRR KT

HiatPredie

(before the COVID-19 pandemic) __.;__;:'_ —_.... ﬁﬂﬁ"ﬁ— q N— z & ,7 I-ztv__ [ lv
S = PSORT http://psort.hgc.jp/
DBTBS http://dbtbs.hgc.|p/
DBTGR http://dbtgr.hgc.jp/
DBTSS http://dbtss.hgc.jp/
DETMEE http://dbtmee.hgc.jp/

Melina Il http://melina.hgc.ip/
HINTdb http://hintdb.hgc.jp/hint/

HitPredict http://hintdb.hgc.jp/htp/

TimeXNet http://timexnet.hgc.jp/

OpenTein http.//opentein.hgc.|p/
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